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=) Agilent AssapMAP Bravo
L Yy Evosep One/Agilent 6495C combination represents a stable platform for targeted applications. _ _ _ _
O) - | | Two protocols designed for Evotips Reproducible peak areas with all three methods
T (¥Y) Methods are within clinical demands (15-18 min) and analytical standard (6.3-8.6% CVSs). | | o | | | | | |
We developed two protocols for transferring samples from a 96 well sample plate to a box of Evotips. The reproducibility associated with manual loading was equally impressive compared to the two semi-automated
The first method (‘full head’) involved simultaneous transfer of a full set of samples from individual positions in a protocols with coefficient of variation (CV) of 8.6% against 6.3% and 8.5% for the two Bravo protocols.
96 well plate to Evotips. The second method ('single column’) was designed to support user flexibility and allows
for transfer of 8 samples (or a single column from a 96 well plate) at a time.
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Extracted base peak chromatogram of BSA peptide m/z 582 using 100 SPD. Relative increase in peak capacity calculated at FWHM and 40 compared to the old Evotips.
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Relative increase in IDs with the Evotip Pure compared to the old Evotip using the 300, 100 and 30 SPD methods. We extracted data for five different BSA peptideS e|Uting across the 100 SPD method to assess the Stablllty of 0 0
retention times (RT) across 288 injections. This resulted in a median RT relative standard deviation (RSD) of L (n:’12) e Lt e (;=8) oo r
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Chromatographic performance across the 288 injections with the 100 SPD method. Reproducibility of peak areas across rows and columns with both AssayMAP Bravo loading protocols.
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